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In order to accurately and quantitatively ﬁredict the biological effects of
radiotherapy, this study was conducted using an integrated model that incorporates physical effects
on DNA and other biological structures and molecular biological findings such as the repair process
of DSBs based on the latest biological findings, in order to quantify the prediction of biological
effects of various types of radiotherapy and improve radiotherapy outcomes. The research was
conducted to improve radiotherapy outcomes by quantifying the predicted biological effects of
various radiotherapy treatments.

We were able to make some biological predictions for the cell groups in the high-dose area to be

treated.
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Computational approach for determining the complex double strand breaks of DNA damage using 2020
Monte Carlo

EuroSafe Imaging 2020 10181
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Quantification of double strand breaks of DNA for base pair distance between single strand breaks
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Monte Carlo simulation for calculation of dose distribution of carbon ion beams and secondary fragments in human tissues
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Investigate the radiobiological effects of flattening-filter-free photon beams using Monte Carlo calculation.
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Improved computational approach for determining the complex double strand breaks of DNA damage
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