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Mechanisms of extrahepatic complications in NAFLD/NASH with focus on exosomes
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In this study, we observed the dynamics of exosomes in human CD63-GFP Tg
rats, which can visualize exosomes, and conducted a proteome analysis of exosome-incorporated
proteins in the blood of rats fed a high-fat diet and control rats to search for candidate proteins
involved in the pathogenesis of extrahepatic complications. We searched for candidate proteins
involved in the pathogenesis of extrahepatic complications.

Exosomes were identified in the stomach and kidney, but their expression in the liver was
insufficient for further validation. No protein was identified that was expressed in both groups
with a 2-fold or greater difference in expression. Many of the proteins identified in high-fat
diet-fed NAFLD rats alone have not been reported in NAFLD and require further investigation in the
context of clinical data.
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(Leon et al. Gastroenterology 2005, Sonderberg et al.
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mIkl (mixed lineage kinase domain-like protein)

(Wu et al. J Hepatol 2020)
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