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Analysis of HLA-class Il expression and regulation mechanism involved In immune
editing of liver cancer microenvironment.
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Using next-generation sequencing of surgical specimens from 13
hepatocellular carcinoma cases, we identified a group of cases In which HLA-related gene expression
was significantly upregulated in cancerous and noncancerous areas. Fluorescence multiplex
immunohistochemical staining of tissue samples from 85 hepatocellular carcinoma patients revealed
that most of the HLA-DPBl-positive cells in the tumors were CD163-positive M2 macrophages.
Furthermore, automated analysis of CD163-positive cell morphology (round, spindle-shaped) using a
machine learning algorithm revealed that CD163-positive, round macrophages (round CD163) were
significantly increased within tumors (P<0.05) and significantly positively correlated with
intratumor CD8 and recurrence-free survival (P<0.05).
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Fig. 2 Clustering heat map of 182 genes
studied by targeted expression analysis
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Morphological phenotype of CD163 positive cells
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EHZER High Low p
CD163-Round > 100/field (n=42) <100/field (n=41)
Bt/ &tk 32/10 31/10 0.519
[E&E, mm 30.6 36.9 0.104
Plts, X 10%/ u L 163.8 170.4 0.432
PT-INR 1.12 1.1 0.421
ALT,U/L 39.7 34.9 0.226
AFP, ng/mL 1160.4 358.1 0.129
PIVKA-TI, mAU/mL 725.0 717.9 0.272
PFS, days 1385.3 911.4 0.042%
0S, days 1472.6 1072.7 0.063
E&HF cps 85.2 99.4 0.211
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Analysis of immune microenvironment of hepatocellular carcinoma after hepatitis C virus eradication
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