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Epigenome alternations of sarcomeric genes in human dilated cardiomyopathy
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This study has investigated epigenome alternations of sarcomeric genes in
human dilated cardiomyopathy (DCM). This study included 50 patients with DCM and 50 control
subjects. Genome DNA was taken from endomyocardial biopsy samples obtained from patients wtih DCM
and controls. Ten DNA methylation sites of sarcomeric genes were analyzed using PyroMark system.
There was no significant differences in DNA methylation between patients wtih DCM and controls.
This study has established the methodology of epigenome alternations of sarcomeric genes in human

DCM.
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