©
2019 2021

Identified by Genome Evolution Models

Takaaki, Masuda

Aberrant Regulation of Protein Translation Start Sites in Colorectal Cancer

3,300,000
5MP1
in silico hinokitiol in vitro in vivo 5MP1
hinokitiol 5MP1 5MP1
c-Myc hinokitiol c-Myc
5MP1
5MP1 hinokitiol hinokitiol

hinokitiol

hinokitiol, a resin selected by in silico prediction as a compound targeting
the novel colon cancer driver gene 5MP1, a regulator of translation initiation, showed strong
cytotoxic effects against colon cancer lineage cells overexpressing 5MP1 in vitro and in vivo. In
addition, hinokitiol suppressed cell cycle progression by specifically inhibiting c-Myc expression,
a target gene of 5MP1, through 5MP1 overexpression. We are currently investigating the mechanism by

which hinokitiol suppresses c-Myc expression.
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