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Development of novel epigenetic biomarker for identification of tumor buddding
in CRC
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Please see the attached files. We extracted RNA from tumor tissues of
colorectal cancer (CRC) patients. We ordered miRNA microarray, and we identified 11 high budding
grade specific dysregulated miRNAs. Then, we investigated the association between the relative
expression of each miIRNAs and tumor budding grade by using gRT-PCR in testing and validation CRC
cohort. As we expected, all of the expression of 11 miRNA were significantly low high-budding grade
CRC patients in each clinical cohort.
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The association between tumor tissue miR-34a expression, tumor budding grade, and the clinical significance in surgically
resected colorectal cancer patients
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