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Androgen receptor signaling-controlled microRNA inhibits prostate cancer
metastasis

NOHARA, Takahiro
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CCL2 is inhibited by androgen receptor (AR) signaling in prostate cancer
cells. However, androgen-deprivation therapy suppresses AR signaling and subsequently increases CCL2
secretion, resulting increase of migration ability by an autocrine manner. It has been unclear how
AR signaling suppresses CCL2 secretion in prostate cancer cells so far. In this study, we clarified

AR-regulated microRNA, miR-124-3p.2, inhibited CCL2 gene expression and it may be a novel
therapeutic target to prevent prostate cancer progression during androgen-deprivation therapy.
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