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The NEFH pathway may be a novel therapeutic target for ovarian clear cell
carcinoma

ITAMOCHI, Hiroaki
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We examined the incidence of NEFH gene mutations in ovarian clear cell
carcinoma (OCCC) tissues and their correlation with clinical parameters. The mutations of NEFH gene
were found in 49% (27/55) of OCCC. NEFH mutations were not associated with patient age, FIGO stage,
P13k or Akt gene mutations, or PI3K/Akt pathway protein expression levels. The 5-year overall
survival rate for patients with NEFH mutations was lower than that for those without mutations (47%
vs. 70%). The 5-year overall survival rate for FIGO stage | or Il OCCC patients with NEFH mutations
was significantly lower than that for those without mutations (64% vs. 94%). Multivariate analysis
revealed that NEFH mutation was an independent prognostic factor for FIGO stage I or 11 OCCC

patients. NEFH gene mutation is a promising biomarker that is predictive of patient outcomes and a
potential target for OCCC.
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