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Investigation of Genetic and Environmental Factors in Placental Abruption by a
Three-Generation Birth Cohort
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Pregnant women for analysis 5100 patients with placental abruption and 200
controls) and their respective trios were extracted from the clinical information of the

three-generation cohort participants, promoted by the Tohoku Medical Megabank Organization.

We also confirmed that Japonica array analysis of eligible cases was completed. Subsequently, plasma
metabolome analysis was performed on a total of 321 case-controls for use in the disease onset
prediction equation, and statistical analysis is currently underway.



(PA: Placental Abruption)

(PE:Preeclampsia)
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