©
2019 2021

Functional analysis of novel immune checkpoints and development of combined
immunotherapy in gynecological cancer
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We analyzed the function of Neuritinl (Nrl), which is specifically expressed
on regulatory T cells (Treg) in the cancer microenvironment. Tumors transplanted into NrnlKO mice
showed less tumor growth than those transplanted into WT mice. The number of tumor-infiltrating
Tregs was also suppressed. The RNA sequence analysis of Nrnl showed that Nrnl was linked to the
expression status of Treg-related genes, suggesting that Nrnl is an important molecule for the
induction and maintenance of regulatory T cells. Nrnl is thought to be an important molecule for the
induction and maintenance of regulatory T cells.
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A novel checkpoint molecule, neurotrophic factor X, is a promising immunotherapy target for ovarian cancer.
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