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To date, 336 patients suspected of having uterine leiomyosarcoma who

underwent surgical treatment from affiliated medical institutions (28 facilities) have been enrolled

in the PRUM-IBio study (representative: Takuma Hayashi). Molecular pathological analysis is
currently being performed on 336 cases to establish diagnostic and therapeutic methods for uterine
leiomyosarcoma. Using next-generation sequencing, we detected pathogenic variants of uterine
fibroids and uterine leiomyosarcoma using genomic DNA/RNA extracted from sliced tissues of 65 cases
out of 336 registered cases. Recognized variants include ATRX, Cyclin E amplification, TP53, MDM2,
RB1, and BRCA1/2.
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