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Development of oral cancer therapy using exosome-derived miRNAs that regulate
HBp17/FGFBP

Shintani, Tomoaki
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We have previously reported that Eldecalcitol (ED-71), an analog of la ,25
(OH)2D3, downregulated the expression of HBpl7/FGFBP-1 and inhibited the proliferation of squamous
cell carcinoma (SCC) cells in vitro and in vivo through NF-k b inhibition. To explore the
possibility of microRNA (miRNA) control of HBpl7/FGFBP-1, we analyzed exosomal miRNAs from medium
conditioned by A431 cells treated with ED-71. Microarray analysis revealed that 12 exosomal miRNAs
were upregulated in ED-71-treated A431 cells. MiR-6887-5p was identified to have a predicted mRNA
target matching the 3"-UTR of HBpl7/FGFBP-1. The 3"-UTR of HBpl7/FGFBP-1 was confirmed to be a
direct target of miR-6887-5p in SCC/0SCC cells, as assessed with a luciferase reporter assay.
Functional assessment revealed that overexpression of miR-6887-5p in SCC/0SCC cells inhibited cell
proliferation and colony formation in vitro, and inhibited tumor growth in vivo compared with
control.
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