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Construction of a novel oral health indicator based on an oral microbiota
culture model
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The results of oral metagenome analysis have revealed that the activity of
several bacterial species is crucial for maintaining a healthy oral state. A shared characteristic
of these bacteria is their nitrate-reducing activity. They reduce nitrate ions in saliva, producing
nitrite ions and nitric oxide, which have bactericidal effects. Among these, it has been found that
bacteria of the Rothia spp. particularly contribute to the promotion of oral and overall health.
However, due to the lack of genetic modification techniques for Rothia spp., their functions at the
genetic level have not been elucidated. In this study, we isolated Rothia spp. from the oral cavity
and established a foundation for genetic modification techniques. As a result, it became possible to

create genetically modified strains. This enables the construction of indicators to monitor the
fluctuations of oral microbiota centered around Rothia spp. at the molecular level.
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