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We propose that nonbiogroup 1 or 2 of E. albertii should be assigned to
biogroup 3 to make screening of them easier in public health and clinical laboratory settings.
Clearly, having group criteria for indole-negative/lysine-positive, indole-positive/lysine-negative,

and indolepositive/lysine-positive E. albertii biogroups 1, 2, and 3 strains, respectively, should
provide for more accurate identification of E. albertii isolates. According to our study, the most
common symptom displayed by patients across the six episodes was watery diarrhea (>80%), followed by
abdominal pain (50-84%) and fever (37-39.5° c) (26-44%). The estimated average incubation period of
E. albertii infection was 12-24 h. Three of the six outbreak associated E. albertii isolates
possessed intact ETT2 regions, while the remaining isolates contained disrupted ETT2-encoding genes.

We found that E. albertii expressed flagella under specific environmental conditions.
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