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This is the epidemiological study for HTLV-1 carrier in the Asian Pacific
region. We had signed the agreement of the collaboration study of HTLV-1 screening study with
Airlangga university in Indonesia on February 2020, but we had not be able to conduct the screening
survey because of the COVID-19 pandemic. We had no choice but to extend the study period. In
December, 2023, we conducted the test for anti-HTLV-1 antibody using the cryopreservation sera from
522 HIV carriers in the whole Indonesia. We found 3 HIV/HTLV-1 co-infection cases. All cases are
originated from the residential area for the Melanesian indigenous tribes. It is presumed that the
HTLV-1 genotypes are the Melanesian types (Type C). This study results show that the HTLV-1 carriers

distribute not in the metropolitan ares including Jakarta and Surabaya but in the Melanesian
indigenous tribe residential area in Indonesia.
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1. WFEBRMEL PO 5
B b THIEMmME Y A LA TH (human T-cell leukemia virus type—I: HTLV-1) iZ. pRA T
faE s « V2 NfE (ATL) . HTLV-1 BHEEREERE (HAM) . HTLV-1 5 & 5 K DOJHE ¥ A LA Th
%o HTLV-1 O F 7o YR B I BT (TRERYY) . AR OKPEEYY) 36 K QMo 3 T
HDHN, AFTITERILAE OB HTLV-1 JUAR 7 U — = 7R A B dE S C LA, BRIMIC K 2 )k
PUIR SN TR, 209 b RAZFEDNL— k& T AR, ATL OFIEITEN 5 L8
BRI T D, VWL DD DOREHIR TIEREN AN TOIL, 6 » AU LORIRIIC L 58+
JRYLFRIN 20. 5% T D DI LT, NLRBIC KL D RFEGERIT 2. 4% SnTBY, —EDHFE
Z P TW5b, filt. BARFFARC X AERILE O 7 + v —7 v A ORs . 2 E THER] 3000-
4000 AIZ HTLV-1 DK ERRLL DA TR SN TV D (Lancet Infect Dis 20165 16: 1246),
HTLV-1 Ji&Ye D SFEREFR A & JE G TP xR OIS E Th 5,
HTLV-1 OREMEIE, LN « phiz2 b & 420 B AR IR R KT, ZhlstichRrT 7Y
B, BV TWREEZTLETATEK, R T a2 —X=T b5 Tnb, A—A T YT -
TARY =T HILV-1 F % U 7 OLFEERF LN TWA D, Bl REEIC HTLV-1 BdfiiE B %
FELTWDZ ERME SN, R HILV-1 YR PR RSO VBN IR S STV 5
(Lancet 2018; 391: 1893).

MFPEREF I TIPRRIR ARSI HTLV-1/ATL A58 R » b U — 2 2845 L L b2, A A7
RN LT, & U CREMe B aRE GUEME (C) PRRIRICET 5 HTLV-1 F+ U 7040
DRI LA T — & _— 2 OREE | SRR 256~27 4REE) I3\ TR 2~ — 2T HTLV-1 %
YU THEZITV, WWHAE, AEE., BhE, AKRKBHEEOX ¥ UV TEERENLEN
4.1%(11/267) . 4.0%(84/2093) . 2.0%(11/555), 11.2%(61/546) THHZ L HZBHLMTTH L LY
(2 (B 5 Al HAS HTLV-1 222 E S | B 2 5 O 7o IR ATL/HTLV-1 /3o A8 7 i
L7z,

HTLV-1 1% 5" LTR fEIKDEF|DOEDNS . subtype A (Cosmopolitan), B (Central African) .
C (Melanesian), D, E. F® 62T 5, & 51T subtype A & Subgroup A~D IZ/4E S
U, Subgroup A i transcontinental type & MEIEFUEEKIZ. —J7 Subgroup B i Japanese type
EMETHHARIZEZ LS DT 5 (Proc Natl Acad Sci USA 1994; 91: 1124), FEVEE D HTLV-1
1% subgroup B 28 90% % &5, subgroup AIXKI 10%CTH D Z & 2#iE L7=(J Infect Dis 2000;
182: 1343), #FZEfRFTRE D 7 — 1%, WA D HTLV-1 1% subgroup A:subgroup B 7% 44%:56%
ERLLEAINRA =N R TWDZ EEALMTI LT, (Leuk Res 2017; 61: 18) , &5
WCAREOVEIALET DACKE ., BESINET 2 AHEBIZOWTHMR/ Y — T LT & 2
A, subgroup A:subgroup B 23ACKE 48%:52%, fidH S 64%:36% THo7m CRERT —H), ZD
Z ST HRIL O HTLV-1 b — F E L — PRI L2 LA RIBLTWD, L7
DO T 7 O HILV-1 O AR, & LCHILV-1 genotype D454/ 3% — L DML E
TH BN > TR,

2. WFEDOHK

TVT  KEPERIRIC BV T HTLV-1 3+ U Ti&E 247\, HTLV-1 ki 2l S e+ 5 & &
BT, BB AT U, WD T VT KEPEICHENR D ATL/HTLV-1 23 A A0 7 %
WET 5, 6T, ZNENODOED HTLV-1 @ genotype fEHT 21TV, HAAR L, 1l L OHHR
Ot DO HIEL D HTLV-1 genotype DOAR/NF — 2 L BT 25 Z 12 LV . HILV-1 [ERERR IS AR O
st 2 BA <,

3. WFzED ik

AV RRUT T ANT I RFEGERK TR & O T, LRAFZEIZRE T 2 5 5 R A0 b i
BfhRE Lz,

(1) HTLV-1 A7 V) —=> 74

TANT U HREPEERGFLTNDEAL » RRUTR2ENOER L HIV $ v U 7 o iEae
{2 DWW T, particle agglutination (PA)¥EIZ XV B HTLV-1 Bk & & 1T~ 72, & L CHEMEAER)
WZOWTIE, T4 7 vy MEICTHRREZ M L7, HTLV-1 ¥+ V7 THDHZ ENHBL
TIEBNC OV, B > D B H 2 A L7

(2) PCRYAIZ K2 HILV-1 Offeaa 2

FLCHL HTLV-1 FUARE 2 e E L 7= 1 BIllCoWC, LTR fEdR A FEA9 & L 7= PCR % 3 L 7=,

4. FRZEEE

2019 AV KAV T2 OETTATAYHICH DT A VT o HRFEFEEE L OB R
Ff L BFRER R FEZE L O T, TTRBIOHIV ¥ U T 254 L LIZHILV-1 A7 U —= 75
TEEMT D2 & THRBEIRE ZfifG Lz, & L T20200E2 H 7 A VT U HRFEEFH L,
FEREIZBET DT A, MR O EZITV, HEERISZ T LW, L LZo®kFklan
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VYNNI EHTREZXNRE LA ) —= 0 ZTRELZFE L T2, Fiilao oo L A g
DY AT Z#EZBRE L, BVFIRFET & O o B, RIPFZEET A ARG LTV 2D HIV F+ U 7 O
m%mwmemw1ﬁmm_ow1ﬁﬁ%ﬁ5:&&&©\m%k%k;074W7/ﬁﬁ

I OB AEL BESAGRZ ST (&5 2035),

2wﬂ£mﬂ74w7/wk ENHEEEIF T2 C L B IRTE LU= 522 (oD HIV &+ U 7 I
Z T PA {EIC i@#ﬂnv1#%@27)~“/7ﬁﬁ%£%bto%LT3W@%@W%
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TV ma—F=T - AT RVT REEREEEHIR TH -7,
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[B42] 522 Bl HIV &+ U 7 2 A3 7 AR AR &2 O CTHUHTLV-1 Lk E 2772 & 2 A, 3
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