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Identification of genes that influence methamphetamine toxicity and application
to cause of death 1nvestigation
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Genes that may affect methamphetamine toxicity were examined in forensic
autopsy cases. In men where methamphetamine was detected, no significant association was found
between the VNTR polymorphism of the monoamine oxidase A gene and the levels of adrenaline,
noradrenaline, and dopamine in the cerebrospinal fluid. We investigated the association between
CYP2D6 gene polymorphism and body fluid methamphetamine concentration, amphetamine concentration,
and metabolic ratio. Ultrarapid metabolizer, extensive metabolizer, intermediate metabolizer, and
poor metabolizer phenotypes were predicted from CYP2D6 genotypes. The intermediate metabolizer
showed an overall higher methamphetamine concentration than the extensive metabolizer. In
particular, significant differences were observed in urine and bone marrow. Amphetamine
concentrations and metabolic ratios were not significantly different in any body fluid.
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