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Elucidation of the functional recovery network in aphasia
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Using the PET tracer [11C]K-2 for AMPA receptors, we attempted to capture
the process of recovery from aphasia at the molecular level of synaptic function and to identify
brain regions involved in the recovery of language function. Two WAB tests and [11C]K-2 PET imaging
were performed before and after speech and language therapy.WAB changes and changes in radiation
dose (AMPA receptor expression density) in language-related brain regions in the dominant and
non-dominant hemispheres were measured. It was suggested that AMPA receptor expression density may
be increased in language-related and homologous regions during aphasia recovery in the four patients

who gave consent. This report is the first to capture the molecular changes in synaptic function in

the brain during aphasia recovery, and it deepens our understanding of the biological processes of
the rehabilitation process.
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