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DNA storage media, storage media consisting of DNA strands, are promising
data storage media in the next generation from the perspective of ultra long lifespan and high
density. On the other hand, “ the low cost in reading/writing data” and “ error robustness
performances” are important issues, and suitable methods to approach these issues are highly
demanded for the practical use of the media.

In this study, we proposed suitable coding schemes by concerning constraints on data sequences and
data compression schemes. More precisely, we utilized the concepts of constrained coding and data
compression based on circular strings, and evaluated their effectiveness.
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