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In this study, | aimed to generate a strain of Escherichia coli with
strengthened the uptake rates for mixed sugars such glucose and xylose contained in saccharified
solution of woody biomass through the adaptive laboratory evolution. First, an enable efficient
screening system for a strain with strengthened the mixed sugars uptake rates was constructed.
Through the analyses of gene expression level of the E. coli MG1655 strain in the LB, M9-glucose,
and M9-xylose medium, groups of genes showing inducible expression in the presence of glucose and
xylose were extracted. Next, the promoter sequences of those genes were estimated by promoter
estimation tools, and the candidates showing particularly remarkable inducibility were found.
Furthermore, a plasmid for the adaptive laboratory evolution incorporating the glucose- and
xylose-inducible promoters was constructed.
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