2019 2021

Establishment of a D-amino acid fermentation method using oligotroph
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Enterobacter oligotrophicus D-
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To develop a D-amino acid-producing strain, | was planning to use

Enterobacter oligotrophicus as the starting material. However, 1 could not establish a genetic
engineering method for E. oligotrophicus, | used a pyruvate-producing Escherichia coli strain, which
had been prepared in my previous study. Although the D-amino acid-producing strain has not yet
developed, 1 was able to prepare the groundwork necessary for the development, including the
production of a pyruvate-producing E. coli strain with gene disruption of D-amino acid metabolizing
enzyme genes.

On the other hand, to isolate bacteria useful for fermentative production of D-amino acids,
screening for _environmental soil samples was carried out in parallel, and bacteria including novel
species were isolated and identified.
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