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Development of a screening method for dietary suEplements illegally adulterated
with PDE-5 inhibitors and their analogues by high resolution tandem mass

spectrometry

Tachi, Masahiko
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In this study, we have developed a rapid and reliable screening method for
PDE-5 inhibitors/analogues using LC-MS/MS with high mass accuracy, followed by hierarchical
clustering based on similarity of MS/MS spectra. The MS/MS spectral clustering enabled PDE-5
inhibitors/analogues to group according to their characteristic structures in a dendrogram. Our
method has the ability to selectively uncover PDE-5 inhibitor analogues from complex sample matrix
and to obtain their structural information.
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