2019 2020

Regulatory mechanism of gene expression involving host switching of phytoplasmas
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In this project, we developed efficient methods for analyses of nucleic
acids of phytoplasmas, obligate intracellular bacteria. An efficient and specific method for an
analysis of phytoplasma RNA developed in previous study was modified in this project. As a result,
we newly found several RNA transcripts of phytoplasma. We also developed an efficient method for
enrichment of phytoplasma DNA, and newly determined a draft genome sequence of phytoplasma.
Additionally, we developed an visualization method of phytoplasmas in insect vectors, and
demonstrated spatiotemporal dynamics of phytoplasmas in insect vectors.
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