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Elucidation of cell proliferation control mechanism and its physiological
function by iron metabolism
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The purpose of this project is to obtain clues to the molecular mechanism by
which fluctuations in intracellular iron concentration control cell proliferation. At first, (1) “
An FBXL5 iron reporter cell line” was established to reflect the increase/decrease in intracellular
iron concentration in the fluorescence intensity, and (2) it was subjected to genetic screening
using a CRISPR library. From the list of novel genes obtained from the screening analysis results,
there were no known iron metabolism-related factors that are expected to be in the top and bottom 5
%, respectively, suggesting various other conditions need to be examined. However, it is considered
that the candidate gene obtained in this experiment is worth investigating at the cellular level in

the future as a novel iron metabolism-related growth regulator.
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