2019 2021

Advanced cyanobacteria monitoring in lakes using long-read next-generation
sequencers.
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While cyanobacteria are important primary producers in lakes, their dynamics
must be constantly monitored because they contain toxic species. In this study, using Kasumigaura
as a model lake, I aimed to clarify the dynamics of cyanobacteria in the lake by meta-barcoding
analysis using a USB-based long-read next-generation sequencer, MinlON. The analysis confirmed that
the latest Q20+ kit could obtain almost the full length of 16S rRNA sequences and produce results
similar to the composition obtained with a short-read next-generation sequencer.
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