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In this study, genetic exchange and prevalence of zoonotic infectious

diseases in Japanese raccoon dogs and Japanese badgers, which are endemic species and widely inhabit

in various environments in Japan, were investigated, eventually aiming at elucidation how the
medium-sized wild mammals contribute to infectious disease transmission in the ecosystems. As a
result of analysis of population genetic structures of these two species in the studied area,
obvious subpopulation was not confirmed. Therefore, genetic exchange in these species would happen
due to the frequent comings and goings around the studied area. Moreover, high prevalence of severe
fever with thrombocytopenia syndrome in Japanese badgers and raccoon dogs was confirmed in the
studied area. This implies that zoonotic pathogens could be widely and frequently transferred by the
medium-sized wild mammals in the studied area.
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Mel-105 9 0.892 0.843 0.6946 0.0074 0.039 0.339
Mel-117 10 0.877 0.824 0.5715 0.0110 0.055 0.351
Mel-111 7 0.815 0.819 0.2679 0.0057 0.055 0.355
Mel-106 6 0.769 0.748 05121 0.0069 0.103 0.404
Mel-109 4 0.723 0.685 0.7850 0.0026 0.147 0.446
Mel-102 3 0.062 0.060 1.0000 0.0000 0.883 0.942
1.6x 10° 0.007

Ho: He: Observed Pp: 2

Pip-sb:
55
Ho He p-value SE Observed Pip-sb
PID

Nyct-3 9 0.782 0.777 0.9655 0.0026 0.067 0.383
Nyct-9 6 0.618 0.720 0.1259 0.0043 0.115 0.423
Nyct-5 7 0.709 0.715 0.7979  0.0060 0.108 0.424
Nyct-4 6 0.673 0.688 0.7157 0.0054 0.138 0.444
Nyct-8 10 0.618 0.615 0.2119 0.0124 0.181 0.490
Nyct-7 6 0.473 0.541 0.3272 0.0085 0.264 0.548
Nyct-1 3 0.473 0.492 0.0458 0.0012 0.304 0.581
Nyct-12 4 0.345 0.316 1.0000 0.0000 0.466 0.714
Nyct-6 3 0.309 0.308 0.7991 0.0017 0.505 0.724
Nyct-10 2 0.018 0.018 No information 0.966 0.983
3.7x 107 0.002
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