2019 2021

HTLV-1

Development of the next-generation humanized mouse model for HTLV-1 infection
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In this study, we aimed to establish a humanized mouse model of HTLV-1

infection that recapitulates human immune responsiveness using next-generation humanized mice
transduced with HLA molecules. Induction of HLA-restricted HTLV-1 Tax-specific CTLs was observed in
some HTLV-1-infected humanized mice.HTLV-1 Tax-specific CTLs were present at low frequency in blood
and bone marrow, but at high frequency in lymphoid organs. The proviral load of mice in which
Tax-specific CTLs were detected showed a suppressive trend in vivo, suggesting that the latent

infection state of HTLV-1 is partially reproduced.
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B Bone marrow cells from HTLV-1-infected hu-mice

PBMCs from HTLV-1-infected hu-mice
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