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Proteome-wide capture of co-translational protein dynamics
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There is no proteome-wide understanding of the extent to which nascent
proteins progress to cotranslational maturation in the cell. In this study, we constructed and used
an engineered transposon, TnDR, which carries translation arrest sequence of Bacillus subtilis MifM,

to capture co-translational protein dynamic in the cell. We identified hundreds of proteins that
cancel the elongation arrest, most probably reflecting their ability to initiate the
maturation/localization process co-translationally. Case studies identify B. subtilis proteins that
initiate assembly with a partner molecule before completion of translation. These results suggest
that cotranslational maturation is a frequently occurring event in protein biogenesis.
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