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Integrated structural analysis of clock protein KaiC in solution with
small-angle scattering and analytical ultracentrifugation
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In this study, | investigated the structure of the clock protein “ KaiC’ 1in

solution, which plays a fundamental role in circadian clock system of a cyanobacteria. First, an
integral analytical method of analytical ultracentrifugation (AUC) and small-angle X-ray scattering
(SAXS), namely “ AUC-SAXS” , was developed to obtain the correct scattering profile for KaiC.
Subsequently, the three-dimensional structure of KaiC, which reproduces the scattering profile, were
searched with coarse grained-molecular dynamics (CG-MD). As a result, it was found that terminal

chains of KaiC behaved as intrinsically disordered region.
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