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In-cell Native MS

Development of In-cell Native MS for structural biology
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In this study, we attempted to establish a new analytical method using
native mass spectrometry, which enable to measure masses of protein complexes without a collapse in
order to reveal the dynamic structure of proteins in an intracellular environment. The measurement
basis for native mass spectrometry in the intracellular environment was established by changing the
measurement solvent from a volatile salt solution to conditions closer to the intracellular
environment. In addition, an automated system for native mass spectrometry was established with the
aim of advancing to a more high-throughput structural analysis method.
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