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Understanding the molecular mechanism by which PDI family catalyze oxidative

protein folding of nascent chains
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Oxidative ﬁrotein folding, which is essential for protein function, is
catalyzed by PDI family enzymes. This study revealed that the secondary structure of proteins
promotes the formation of native disulfide bonds in the folding. Furthermore, the structural and
functional correlations of the PDI family enzymes ERp57, P5 and PDI oxidase GPx7/8 were clarified.
Thus, we elucidated a part of the protein quality control network in the endoplasmic reticulum.
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