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The construction of large-scale microsatellite database and bioinformatics
pipeline system
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This study was able to achieve the target of 500 samples via recruitment of
genomic DNA for organisms that are in demand for microsatellite information through such as
researcher community and SNS. In addition, it succeeded in obtaining data more efficiently and at
half the cost than before by adopting a protocol using restriction enzymes and forked adapters in
the experimental system of microsatellite detection. It also acquired sequence data from some public
databases and detected microsatellite information. On the other hands, a tool that perform homology
search with sequences on the database was implemented as computational polymorphism analysis.
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