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co-expression analysis and kinase activity estimation using proteomic data of
cancer cells toward drug efficacy prediction

Narumi, Ryohei
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To develop drug efficacy prediction for colorectal cancer, a high-resolution
fractionation method for a deep phosphoproteomics was constructed, and the number of kinases at
phosphorylated sites was increased by 1.2 times. By using this method, 8,800 proteins and 30,000
phosphorylated sites icluding 1, 500 phospho tyrosin were indentified in each cell line. From this
data, kinase activity was predicted resulting in 114 kinase activity profiles, suggesting that the
profile characteristics of each cell are represented by the kinase activities of CDK1, CDK2, SRC,
EGFR, and MET.
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Characterization of patient-derived colorectal cancer cells using the phosphoproteome information
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