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The study of epigenetic mechanism in male germ cells and its effect on the next
generation.
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In this research project, | analyzed the function of MORC3 (microrchidia 3),
which 1 identified as a protein functionally related to MIWI2, one of the PIWI family proteins, in
fetal testis.
Using fetal testes from germ cell-specific Morc3-conditional knockout mice, 1 found that MORC3 is
involved in the transcription of piRNA precursors, the first step in the piRNA production pathway,
and in the acquisition of de novo DNA methylation in the retrotransposon region. And the loss of
MORC3 leads to subfertility of the male mice from the standpoint of pregnancy rate. The result of
this study has been published in Scientific Reports.
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