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Approximately half of the eukaryotic mRNAs contain upstream open reading
frames (UORFs) as post-transcriptional regulation elements of gene expression. Arabidopsis S1-bZIP
family transcription factor regulates sugar and amino acid metabolism in response to sucrose. All
S1-bZIP family mRNA harbor uORF2, which have ability to sense intracellular sucrose concentration
through ribosome stalling. In this study, sequence divergency of S1-bZIP family uORF2 was shown to
be important for ribosome stalling efficiency. Ribosome stalling was shown to be critical for
translational repression of the main ORF of all S1-bZIP family members in the cell. By focusing on
sucrose and nitrogen availability, involvement of different types of post-transcriptional
regulations to S1-bZIP family gene-expression was uncovered.
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S1-bZIP 55N F7 7 2 U —ZW\ PN b 7 AT X AR (AsnS) OFB 2T 51E
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