2019 2021

Identification and conversion of machinery for fungal oleanane triterpenoids
biosynthesis

Yoneyama, Tatsuro
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This study aimed to obtain diverse secondary metabolites of basidiomycetes,
a type of fungi, and to create new compounds using biosynthetic genes involved in the biosynthesis
of these metabolites. We focused on oleanane-type triterpenes, which are rare as fungal metabolites,
and searched for the structural analysis and biosynthetic genes of the metabolites. As the result,
11 compounds including two new compounds were isolated from the fruiting bodies of Fuscoporia
torulosa, and a genomic gene library of F. torulosa was constructed and analyzed to find some
candidates for biosynthetic enzymes related to the synthesis of target compounds.
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