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Investigation on anticancer drugs-induced epithelial-mesenchymal transition for
development of preventive approach to drug-induced lung injury
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Chemotherapeutic drugs often induces serious lung diseases as a adverse
drug reaction, which is triggered by epithelial-mesenchymal transition (EMT) in injured alveolar
epithelial cells. However, few mechanistic studies focusing on the drug-induced EMT is performed.
The present study aimed to clarify the molecules specifically involved in anticancer drug-induced
EMT.

In this study, several factors such as Nrf2, 1TGA2, and p53 were closely associated with EMT
induced by methotrexate (MTX), a popular chemotherapeutic agent. In particular, p53 contributed to
MTX-induced EMT, but not antitumor effects, which would provide a perspective that p53 may be a one
of specific molecules specifically associated with MTX-induced EMT.
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