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The effect of RNA binding proteins on regulatory mechanisms of anti-fibrotic and
anti-inflammatory miRNA biogenesis
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NF90-NF45 induced suppression of anti-fibrotic miRNA (miR-483-5p) production, leading to

NF90-NF45, a complex of RNA binding proteins (RBPs), suppresses multiple

miRNA biogenesis. We found that expression levels of NF90-NF45 were elevated in the liver of

Non-alcoholic state hepatitis (NASH) model mice. However, the influence of NF90-NF45 on fibrosis and
inflammation of the liver under NASH is still unclear. In this study, we found the possibility that

up-regulation of Timp2, which is a metalloproteinase inhibitor and direct target of miR-483-5p,
resulting in liver fibrosis. Moreover, we generated liver-specific NF90 deficient mice. To confirm
the RBPs-miRNA-fibrosis axis, we are attempting to analyze the fibrosis and inflammation of the
liver in this mouse by immunohistochemistry, biochemical blood test, and glucose tolerance test.
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