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Development of a diagnostic algorithm through gene panel testing and genetic
risk score analysis to facilitate precision medicine for diabetes
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In_the present study, we performed next-generation sequencing (NGS) of genes
associated with diabetes in patients with suspected monogenic diabetes, characterized by decreased
insulin secretion or increased insulin resistance. We performed phenotype-driven bioinformatics
analysis of candidate variants from NGS data, which suggested potential phenotypic effects of these
variants.
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