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Elucidation of Tumor Progression Mechanisms through Telomere Maintenance
Mechanisms in Myxoid Liposarcoma
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We performed a clinicopathological study and analyzed the mechanism of
telomere maintenance in myxoid liposarcoma. Tumor size, FNCLCC grade, and necrosis were associated
with prognosis, while hotspot mutations in the TERT promoter (C228T or C250T), which were observed
in more than 70% of the cases, were not associated with prognosis. All of the hotspot
mutation-negative cases also showed TERT mRNA expression, and seven cases (47%) of them showed the
same level of TERT mRNA expression as the positive cases. Among the 19 cases without hotspot
mutation, chromosomal rearrangements around TERT were observed in three cases, and mutations in
other locations of the TERT promoter (A161C, C237G) were observed in two cases. In conclusion, TERT
abnormalities in myxoid liposarcoma should not be a secondary phenomenon associated with malignancy,

but may be an early event which would be important in tumorigenesis.
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