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From our studies so far, our studies have revealed that the expression level
and methylation level of NLRC5 are greatly related to the 5-year survival rate in various cancers.
From the above, we have come to believe that inhibition of cancer immune escape by demethylation of
the NLRC5 gene is useful in new cancer treatment strategies.However, existing demethylating agents
have strong side effects because they are non-specific and can only be used for some cancers.
Therefore, the development of a specific DNA demethylation technique has long been desired. The
purpose of this study is to clarify the possibility of new cancer treatment strategies by developing
a new specific demethylation technology that applies the CRISPR / Cas9 system.
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