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Analysis of T cell differentiation mechanism through cellular metabolism
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Folliculin (Flcn) is a novel tumor suppressor gene that helps to control
growth and cellular differentiation through a coordination of cellular metabolism. In this study,
the Flcn roles for the T cell function and development were analyzed using the mouse model. Our
data revealed the altered JAK-STAT pathway caused by Flcn deletion, suggesting the significance of
Flcn functions for the T development.
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