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Exploring novel therapeutic target molecules for metaplastic breast carcinoma
using comprehensive genome-wide gene expression analyses
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Individualized treatment based on subtype classification based on gene
expression profiles has improved treatment outcomes of almost greast cancer. However, metaplastic
carcinoma, one of the special types of breast cancer, has not benefited at all from the lack of
effective treatment.

We focused on the gene expression profile of metaplastic carcinoma and identified CAPS1 as a
candidate gene for a novel therapeutic target using genome-wide big data analysis.CAPS1 is
significantly upregulated in breast cancer tissues compared to normal mammary tissues. In triple
negative breast cancer, we found that the high CAPS1 expression group had a significantly poorer
prognosis than the low CAPS1 expression group.Analyses of breast cancer cell lines revealed that
CAPS1 is deeply involved in the proliferation, migration, and invasion of breast cancer cells.
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