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Exploration of cancer stem cells using a marker gene p57 and establishment of an

eradicative anti-cancer therapy
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We generated a mouse model in which we can explore unidentified cancer stem
cell populations in various types of cancers, with the use of a marker gene p57. Using these mice,
we have identified the novel cancer stem cell populations in leukemia, colorectal and gastric
cancers. In colorectal cancer, we found that the combination of conventional anti-cancer drugs and
ablation of the p57-exporessing stem cells significantly suppresses the post-therapy recurrence of
tumors.
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