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Analysis was performed to analyze the molecular function of STAC2, a novel
candidate cancer metastasis-associated molecule, and its clinical significance in human breast
cancer. In cultured mouse breast cancer cell lines, STAC2 was suggested to be associated with cell
proliferation and apoptosis. However, in human breast cancer cultured cell lines, no data were
obtained to correlate STAC2 expression with malignancy. We also analyzed the relationship between
STAC2 mRNA expression and clinicopathological factors in human breast cancer using clinical
specimens. The results showed that STAC2 expression did not correlate with malignancy. In addition,
ACACA-STAC2, a novel driver fusion gene candidate, was not detected in the analyzed cases.
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STAC2 mRNA

Histological
50 grade 3
High 15 13 8 15 25 2 1
N=48 31.3% 27.1% 16.7% 31.3% 52.1% 4.2% 2.1%
Intermediate 13 9 2 10 19 0 5
N=29 44.8% 31.0% 6.9% 34.5% 65.5% 0.0% 17.2%
Low 33 9 14 28 52 2 6
N=87 37.9% 10.3% 16.1% 32.2% 59.8% 2.3% 6.9%
*1: Sugino T, et al. (2002) Am. J. Pathol., 160, 1973-1980

*2:

*3:

*4:

Sugino T, et al. (2007) BMC Med., 212, 152-160
Tanaka M, et al. (2015) BMC Cancer., 15, 53

Zhao J, et al. (2016) Oncotarget., 7, 61054-61068
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