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Possibility of antibody drug conjugate targeting EGFR in triple negative breast
cancer
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The aim of this study was to analyze the methylation status of the
extracellular domain of EGFR in triple negative breast cancer (TNBC) to identify the effect of
antibody drug conjugate (ADC) and its predictive factors for the treatment of TNBC. We analyzed the

expression of EGFR and its methylation status in TNBC cell lines, and generated PRMT1-engineered
cell lines (overexpression and knockdown models) to confirm the intracellular signaling changes. We
used ADCs targeting EGFR in TNBC cell lines and confirmed the effect of the ADC. In addition, we

confirmed the methylation status of EGFR in human TNBC samples, and confirmed the rate at which ADCs
targeting EGFR are expected to be effective.
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