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Identification of a novel binding partner of an oncogenenic protein MYC
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MYC is a transcriptional factor to control a large number of genes
associated with cellular metabolism and proliferation. MYC is deregulated in the majority of human
cancers, and its overexpression is often correlated with poor prognosis. Although the blockade of
MYC is an attractive approach to abrogate the MYC-overexpressed cancers, direct targeting of MYC has

been a challenge due to its undruggable protein structure. This study utilized a unique ChIP method
to identify a novel MYC binding partner. MYC associated with the binding protein at its multiple
protein portions. knockout of the identified protein significantly reduced clonogenic potential of
MYC in a colony formation assay. This study provides a potential alternative approach to control MYC
by targeting its binding partner.
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