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Clarification of the mechanism of transcriptional regulatory function of
enhancer for gynecologic cancer by NET-CAGE

Emiko, Yoshida
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Conventional NET-CAGE method requires extraction and purification of nuclear

RNA, but it requires a large amount of tissue sample. Therefore, we succeeded to develope a simple
NET-CAGE, which can be implemented in a smaller amount and with a simpler method than before.
Furthermore, in the simplified method, enhancer RNA is more enriched, which is also superior for
enhancer analysis, and 19,297 enhancers were detected. More than half (13,035) were novel enhancers.

Furthermore, focussing on clear cell carcinoma, when clustered at the promoter expression level, it
was classified into two clusters. Even with the same histopathological type, they have different
gene expression distributions. It suggests that the possibility of gene expression distributions
that correlate with clinical subtypes.
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