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Exome analysis was performed on 35 cases in the GID group, 35 cases in the
normal control group, and 35 cases in the schizophrenia group. Based on the obtained Exome SNPs
data, we performed preliminary GWAS analysis in the following case-control designed groups (#1: GID
group vs normal group, #2: GID group vs normal group + schizophrenia group, #3: GID group vs
schizophrenia group), then we created Manhattan plot based on the SNPs data. As a result, a weak
association was suggested for some SNPs on chromosome 15 in #2, although no clear results over
genome-wide significance were obtained. The PCSK6 gene in the vicinity has been reported to be
associated with aphasia and psychiatric disorders, therefore we are currently analyzing the
association between GID and this gene.
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