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Fusion of comprehensive genomic and imaging information in esophageal cancer:
Radiogenomics
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The serum microRNA-1246, which is considered a strong prognostic marker in
esophageal cancer, could be predicted from CT. The predicted serum mircoRNA-1246 was also confirmed
to be prognostic. We applied the same method to pancreatic cancer and showed that prognostic genes
such as pb3, PD-L1, and integrin a V can be predicted by CT. We also developed a gene selection
method using deep learning and contributed to the establishment of a research field called
Radiogenomics. The results of these studies were published in a review article, and Radiogenomics
was widely recognized.
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