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Prospective epidemiologic study of parechovirus-A3 in Japan

Aizawa, Yuta
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Our national surveillance network established by this study could reveal
national and regional epidemiology of parechovirus-A (PeV-A) infection. The number of the patients
with PeV-A infection decreased by coronavirus disease 19 epidemic; however, the number increased
after lifting the strict infection control and prevention measures against coronavirus disease 19 in

2022. The phylogenetic analysis revealed that the virus strains during the years 2020-2022
converged into one clade among 3 clades formed by the virus strains in 2019, suggesting virus
selection pressure. Furthermore, our findings are publicly open through the website, sharing the
updated information to those who do not participate in our study.
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